Biotics Tracker Patch 0007 –02/08/05

Overview:

This file contains all changes to the Biotics Tracker database schema, data content, and security configuration made between 09/18/04 and 02/08/05.  Instructions for running this script are included below.  You must apply this patch to your database in order to have the most current database configuration.  

If you have any questions regarding this patch or the nature of the changes, submit an issue to the product support database.  Please reference the specific patch component that you have questions about.

Because of the diverse nature of the changes in this patch, it has been divided into several components.  Each component is independent of the others, meaning that you can perform them in any order. No users should be in the system when the patch is being run. 

Depending on when your program was installed with Biotics 4, you may already have some of these changes in your database.  As each of these changes was performed on the Central production database, they were incorporated into all subsequent data conversions and installations.  The patches have been constructed so that they can be run even if the items to be changed have already been changed.  For example, if you already have the new value in the D_TERRESTRIAL_HABITAT domain table, you will get an Oracle unique constraint violation message (ORA-0001) when you run this patch.  This is simply telling you that the value already exists in your database.  Therefore, when looking through the log file you can ignore any ORA-0001 errors. You may also see these error messages:

ORA-01430: column being added already exists in table 

ORA-00955: name is already used by an existing object
These errors mean the update has taken place already.  Any other error messages should be investigated before going any further. Search for the string “ORA-“ to find errors in the log file.

Before performing any of these changes, you should do the following:

· Read through these and any other accompanying instructions carefully

· Back up your database, or have done so in the recent past

· Run any other Biotics patches that may be needed in your database.  If you are unsure as to which patches have been run in your database, please refer to the KnowledgeBase folder Biotics Tracker 4\Patches and read the card titled ‘How can I tell which patches I need to apply?’
#1.  Biotics_update_0007.sql:  This script can be run directly in SQL+ by a data administrator.  You must be logged in as biotics_user, not as sys or system.  

Please note that this script should be run in SQL+, not the SQL+ Worksheet.  

Run the script with the following command: 

@<path name for file>\biotics_update_0007.sql

The script will automatically spool the output to a file named biotics_update_0007.log so that you may review any errors.  You will be prompted to supply the path for that file ('Enter path for scripts and update log w/o last back slash): '  This should be the same path in which the files for this patch are located since it will execute several other scripts.

The changes in this script are listed as follows:

	Item
	Description

	BT2273, 2278, Bt2427
	Add new values to D_COSEWIC

	Bt2390
	Changed order of values in D_TERRESTRIAL_HABITAT

	Tt3303
	Added row to FK_DISPLAY table

	BT2390
	Added new domain values to D_TERRESTRIAL_HABITAT

	BT2384
	Added several controls to 2 functions so read-only users can open text editor in grids

	Bt2480
	Delete dupe domain values from d_usesa

	Bt2446
	Correct domain values for d_slope

	Bt2438
	Add new d_usesa value

	Bt2679
	Remove time from EO.eo_rank_date and OBSERVATION.observation_date

	BT2722
	Modify usesa_desc and display_value (“Species of concern” instead of “Special concern”)

	Tt3319
	Update parse_town_range.sql function

	BT2567
	Change abbreviation for NatureServe in ORG_UNIT

	
	Insert missing HIGHER_COMM_LEVEL_5 records

	TT2899
	Update domain values for rank factors


#2.  Fix invalid legacy fields in EO records.  North, South, East and West are legacy fields from BCD.  They are no longer populated by Biotics (they date back to the days of paper mapping and were designed to record the least rectangle coordinates before actual boundaries were stored in a GIS).  They do not get calculated by Mapper.  If they are missing the N or W, it is because they came over from BCD that way.   If they are missing that final character and you look at the locators tab in the Element Occurrence window of tracker, you will not be able to save any changes you have made anywhere in the window because those fields have a length validation requirement which will generate an error when you attempt to save.  These fields need to be fixed manually using SQL.

First, do a logical select to find all the records with this problem by selecting records where north or south is only 6 characters, or east or west are only 7 characters.  You'll have to make sure you look at the entire list to make sure they aren't short a character for another reason.  Make sure that all listed are indeed, missing the 'N' or 'W'

select eo_id, north from EO where length(north) = 6;

select eo_id,  south from EO where length(south) = 6;

select eo_id, west from EO where length(west) = 7;

select eo_id, east from EO where length(east) = 7;
If all of the above are records that need to be fixed in this way, you can make updates as follows in SQL+:

update eo set north = concat(north,'N') where length(north) = 6;

update eo set south = concat(south,'N') where length(south) = 6;

update eo set east = concat(east,'W') where  length(west) = 7;

update eo set west = concat(west,'W') where  length(east) = 7;
If only some of the records are missing the N or W, then you can update just them specifically with the following updates:

update eo set north = concat(north,'N') where eo_id in (<list of eo_ids to fix goes here separated by commas);

update eo set south = concat(south,'N') where eo_id in (<list of eo_ids to fix goes here separated by commas);

update eo set east = concat(east,’W') where eo_id in (<list of eo_ids to fix goes here separated by commas);
update eo set west = concat(west,’W’) where eo_id in (<list of eo_ids to fix goes here separated by commas);
If there are too many EOs to be fixed to make the listing of eo_ids feasible, then you should consider creating a working list of EOs based on the select statements, deleting the EOs that should not be updated.  Then you can perform the update based on your working list.  An example of such an update is shown below:

update eo set north = concat(north,'N')

where eo_id in (select data_id from working_list_eo_data wled, working_list wl



where wled.working_list_id = wl.working_list_id and

wl.working_list_name = ‘<name of your working list here>’;

After performing any update, don't forget to commit the updates to the database by entering:

commit;

#3.  Changes to Security Configuration:  There are several changes to the security configuration.  These changes will allow read-only users to open specific grids in the EO Detail, Element Characterization, and Classification windows.

To perform these changes, do the following steps:

1. Logon to the Administrator tool and open the Functions window.

2. Select “Tracker” in the Application dropdown box.

3. Select “Element Occurrence” in the Category dropdown box.  

4. In the Function list box, select “View EO” and hit the Edit button

5. In the upper pane, under “Control List”, open each of the forms listed below and locate the associated control(s):

	Form
	Control

	EODocumentation
	flexReferences  VSFlexGrid

	EOInventory
	flexImageRefs  VSFlexGrid

	EORelToStd 
	flexStdElements  VSFlexGrid

	EOSurveyInfo
	flexContacts  VSFlexGrid flexGridDISPLAYORDER  VSFlexGrid  (controls the Survey Type grid)


6. Add each control to the function by highlighting the control and hitting the downward facing arrow key.

7. Hit OK to save the change.

8. Still in the Functions window, select “Element Characterization” in the Category dropdown box.

9. In the Function list box, select “View Element CA” and hit the Edit button

10. In the upper pane, under “Control List”, open the ctrCommunity form.

11. Locate and highlight the following controls:

· fgAdjacentAssociation  vsFlexGrid

· fgComposition  vsFlexGrid

· fgOtherSpecies  vsFlexGrid

· fgSimilarAssociations  vsFlexGrid

12. Hit the downward facing arrow key to add them to this function.

13. Hit OK to save the change.

14. Still in the Functions window, select “Classification” in the Category dropdown box.

15. In the Function list box, select “View Classification” and hit the Edit button

16. In the upper pane, under “Control List”, open the frmClassificationDetail form.

17. Locate and highlight the following controls:

· FgClassReferences  vsFlexGrid

· FgComposition  vsFlexGrid

· FgFormationReferences  vsFlexGrid

· FgMA  vsFlexGrid

· FgReferences  vsFlexGrid

· FgSimilarAlliances  vsFlexGrid

· FgSpeciesReferences  vsFlexGrid

18. Hit the downward facing arrow key to add these controls to this function.

19. Hit OK to save the change.  

20. Exit the Functions window and the Administrator tool.

#4.  Clean up and review:  Previously we had tried to make this step simpler by providing you with the compile_invalid script as a command within your system; however that script does not successfully compile all objects.  So, in order to identify and recompile ALL database objects that may have become invalid while running this patch, execute the bio_invalid script as the final step in the database patch script.  Download the script from the KnowledgeBase by searching under ‘invalid’ – the article is entitled ‘ORA-24372 Invalid Object for describe’, or create the script by saving the following six lines into a SQL script called bio_invalid.sql. 
The script will create a new script named bio4invalid.sql and then run that script.  The location of bio4invalid will depend on how you start SQL*PLUS.  To eliminate uncertainty, you may specify the drive letter and path in the spool command (e.g., spool c:\temp\bio4invalid).  To run the original script (bio_invalid.sql), log into SQL*PLUS as biotics_user and run the script.  You will have to rerun the script until it lists no more invalid objects.

---- Script starts below this line-----------------

set heading off

Spool bio4invalid.sql

select ' alter '||OBJECT_TYPE||' '||object_name||' compile;'  from user_objects where status='INVALID';

spool off

@bio4invalid

set heading on

---- Script ends above this line -----------------

You will have to rerun the script until it lists no more invalid objects.  To check if you need to re-run bioinvalid.sql, run the following query. 

select count(*) from user_objects where status = 'INVALID';

When all objects have compiled, you should get the following output:

COUNT(*)

----------

         0

If you receive any number greater than 0, you will need to re-run the bioinvalid.sql script.
You may have an object that refuses to compile.  If you receive the message:

"ORA-00922 Missing or Invalid Option" you will have to manually remove the word "body" from the bio4invalid script so that it reads:

alter package COPY_PKG compile;

Then re-run the bio4invalid script.  

The location of bio4invalid will depend on how you start SQL*PLUS.  If you specified the drive letter and path in the spool command as suggested above, the bio4invalid.sql file can be found in the specified path (e.g., c:\temp\bio4invalid.sql).  If you did not specify the drive letter and path and do not know where the file was written, you may need to do a search to find the bio4invalid.sql file.

 If you have any objects that can’t be compiled or any other types of error messages, contact product_support by opening an issue in the product_support database.  Be sure to attach the output log to the item.

When all invalid objects have been successfully recompiled, you should execute the following maintenance procedure:

exec dbms_stats.gather_schema_stats (ownname => 'BIOTICS_USER', cascade => true);

Depending on the size of and level of activity in your database, the above statement could take anywhere from 2 to 45 minutes to run.  

